


MONITORING OF ZOONOSES AND FOODBORNE OUTBREAKS IN EU

. of zoonoses and foodborne outbreaks in accordance with
Directive 2003/99/EC

« Data collected
- in the context of Regulation (EC) No 2073/2005

- All the other food and animal testing data originate from the reporting obligations of MSs
under Directive 2003/99/EC

. and not comparable between MS; not
possible assessing temporal and spatial trends at EU level.



EFSA RESOURCES FOR STEC

https://www.efsa.europa.eu/en/topics/topic/foodborne-zoonotic-diseases
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Shiga toxin-producing Escherichia coli
Shiga toxin-producing Escherichia coli

Shiga toxin-producing E. coli (STEC) are strains of the bacterium £54 sto ma
the most frequently reported bacterial agents in foodborne outbre ry p

bacteria with their droppings.
Last updated on 12.12.2023

Humans may become infected with STEC, directly and indirectly, by consumption of contamin|
their excrement, by contact with a contaminated environment (e.g., recreational waters), and b

Humans can be STEC carriers without showing clinical signs. When symptoms oc{
children, but also the elderly and immune-compromised people, may develop tl

infection in animals is generally asymptomatic.

Prevention of STEC relies on a comprehensive approach at farm, manufacturing, distribution and
vegetables and fruits, thorough cooking, avoiding consumption of raw milk and products thereof fro

pools can reduce the risk.
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STEC, 2022 HUMAN DATA
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STEC, MONITORING OF FOODBORNE OUTBREAKS IN EU, 2022
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STEC, MONITORING OF FOODBORNE OUTBREAKS IN EU, 2022
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STEC - MAIN FINDINGS IN FOOD AND ANIMALS, 2022

Units tested by food and animal categories
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« 20 MSs reported the presence of STEC in
taken
according to an ‘objective sampling’
strategy

 No significant changes in units tested across

years
* No positivity reported in sprouted seeds

* 15 MSs tested 8,556 RTE food sampling
units: 1.1% STEC-positive

« 18 MSs tested 10,259 non-RTE food samplin
units: 2.5% STEC-positive

- Half of animal (1916) tested compared
with 2021 data from 4 MSs

« Highest STEC prevalence: cattle, 41.5%.
» Sheep testing increased

g
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STEC - MAIN FINDINGS IN RTE FOOD, 2022
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STEC - MAIN FINDINGS IN NON-RTE FOOD, 2022
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SEROGROUPS AND VIRULENCE GENE TYPING, 2022

« Of the food isolates, 47.6% were provided with information, many belonging to the top
STEC serogroups reported in human

« 89.4% (N = 396) of the STEC isolated from food in 2022 were reported with
information on virulence gene typing (stx1 or stx2 and eae)

TABLE 37 \Virulotypes (stx type and presence of eae) identified in food, animal and human STEC isolates causing severe infection (haemalytic
uraemic syndrame (HUS), hospitalisation and bloody diarrheea) in 2022,

Relative frequency nltheuindetypain'*

Virulence gene N of animal Noffoodisolates  Nof humanisolates Bloody
profile isolatesin 2022°  in2022" in 2022 (%) HUs Hospitalisation diarrhoea
stxd; eoe+ 4 7 A0 {47.8) 1727 42.0 40.2
stxl; st d; eoed g9 32 42 (165} 59 357 64.3

stx2; eqe- 5 154 110 {12.8} 27 243 148

stxl; eqe+ 24 51 84 (9.8) 12 274 273

stx1; eqe- 4 50 59 (6.5} 03 203 141
stxl;six2, eae- 3 62 52 [6.1) 14 153 19.4

Total 59 396 857 (100) = = =

Abbreviations: STEC, Shiga toxin-producing Eschen'chi call; HUS, haemaolytic-uragmic syndrome. The six genes were characterised at the type lewved {stxi and stx2).
“Duse 1o the low number of isolates viruboty ped for food and animals, ondy the number of isolates s shown.

*Relative frequencies ) of the different combinations of stx gene types with or without the eae gene In STEC Solated from severs disease (TESSy data, 2012-2007) [EF54
BHOHAZ Panel, Koutsoumands, Allende, Alvarez-Ordonez. et al, 20200,

v\
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DATA SHARING TO EFSA
OVERVIEW EFSA DATABASE - SEPTEMBER 2024
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DATA SHARING TO EFSA
MEMBER STATES CONTRIBUTION
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EFSA system: 3,088 genome sequences shared since July 2022 (approx. 100/month) w



DATA SHARING TO EFSA
MEMBER STATES CONTRIBUTION
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DATA SHARING TO EFSA
MEMBER STATES CONTRIBUTION - E.COLI

Total 189 (80% with EpiData submitted)

by country by sample matrix

Bovine 63%
Sheep 11%

Mammals and birds meat
and products thereof

Milk and milk products
(dairy)
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DATA SHARING TO EFSA
MEMBER STATES CONTRIBUTION - E.COLI
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IN SUMMARY

-
 Successful example of cross-sectoral collaboration at EU level A B @c wefsa-w
- EFSA system: 174 users across 27 EU MS and 2 EEA countries |

- EFSA system: > 3,000 profiles shared by 26 EU MS and EEA
countries since July 2022 (approx. 100/month) + over 5,000
profiles generated from public data (including Salmonella and
Listeria and E. coli)

JOINT ECDC-EFSA RAPID OUTBREAK ASSESSMENT

- So far, ECDC sent ~1,100 of Salmonella and Listeria clusters
weekly for a total 60k queries

« Hundreds of clusters of Salmonella and Listeria containing human
and food data detected; E. coli cross-sectoral analysis is not
started yet, but we are ready in case of ROA requests

The One Health WGS system supported the collection and analysis of
WGS data for the assessment of many EU multi-countries foodborne
outbreaks involving several hundreds of human cases across EU




