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Table 
Frequency of the etiological agent

Pathogens N (%)®

Achromobacter xylosoxidans 1  (0.1)

Acinetobacter baumannii 170  (22.9)

Other Acinetobacter 4  (0.5)

Aeromonas caviae 2  (0.3)

Aspergillus 23  (3.1)

Beauveria bassiana 1  (0.1)

Blastoschizomyces capitatus 5  (0.7)

Moraxella catarrhalis 2  (0.3)

Brucella abortus 2  (0.3)

Burkholderia cepacian 1  (0.1)

Candida albicans 278  (37.4)

Other Candida 147  (19.8)

Chaetomium jodhpurense 1  (0.1)

Citrobacter 10  (1.3)

Cladosporium cladosporioides 1  (0.1)

Corynebacterium 2  (0.3)

Enterobacter 23  (3.1)

Enterococcus faecalis tipo D 19  (2.6)

other Enterocoocus 19  (2.6)

Escherichia coli 47  (6.3)

Flavobacterium meningoseptium 1  (0.1)

Fusarium oxisporum 2  (0.3)

Fusarium solani 1  (0.1)

Geotrichum candidum, D-galactose 1  (0.1)

Haemophilus influenzae 35  (4.7)

Hafnia alvei 1  (0.1)

Klebsiella pneumoniae 74  (10)

Other Klebsiella 24  (3.2)

Mycobacterium avium complex (“MAC”) 3  (0.4)

Mycobacterium tuberculosis 5  (0.7)

Neisseria meningitidis 1  (0.1)

Neisseria sicca 282  (38)

Pichia kluyveri 2  (0.3)

Pneumocystis carinii jiroveci 7  (0.9)

Proteus 21  (2.8) 

Providencia stuartii 1  (0.1)

Pseudomonas aeruginosa 102  (13.7)

Pseudomonas putida 3  (0.4)

Rhizomucor pusllus 1  (0.1)

Saccharomyces cerevisiae 9  (1.2)

Serratia marcescens 18  (2.4)

Sphingomonas paucimobilis 1  (0.1)

Staphylococcus aureus 82  (11)

Staphylococcus haemolyticus 15  (2)

other Staphylococcus 19  (2.6)

Stenotrophomonas maltophilia 40  (5.4)

Streptococcus pneumoniae 299  (40.2)

other Streptococcus 9  (1.2)

®-% are calculated for 743 patients who had a positive result 


