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SPECIFY THE DATA FORMAT 

All NGS platforms produce data in 

the same .fastq format, using the 

same ASCII code for PHRED 

scores (.fastqsanger). 

However, some tools require the 

use with declared data type 

.fastqsanger 

Always set the datatype of 

sequencing reads files as 

.fastqsanger 

Edit attributes 
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FOR THE DATA OBTAINED AS RESULTS OF TOOLS, YOU CAN SEE THE 

INFORMATION OF THE INPUT DATA, OF THE PROGRAM USED AND ALL 

THE DETAILS OF THE ANALISYS PERFORMED 

View details 



HOW TO FIND THE TOOLS 

In the tool section, you can select 

the tool needed by typing the 

name of the tool in the search 

section 



In the main window  you will see the window for selecting the 

files to be analyzed by the chosed tool (scroll from the menu or 

type the correct name of the file uploaded in the history). 

Once all the fields have been filled, click on Execute and check 

the colours in the history window… 



THE COLOURS OF THE HISTORY WHEN YOU RUN THE TOOLS 

GRAY YELLOW GREEN 

RED 



View or report this error 

Click on «View or report this error» and copy the text from the 

main window, then past and send the text to aries@iss.it 

or 

“Report this error to the local Galaxy administrators” 




