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Assembly (e.g.: SPAdes) 

.fasta file .fastq file 

FastqSize ≈ GenomeSize x Coverage x 2 FastaSize for E. coli contigs 

Short sequencing reads Partially assembled genome (contigs) 
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FastqSize ≈ GenomeSize x Coverage x 2 

At least 0.5 GB per genome 

FastaSize for E. coli contigs 

~5.5 MB 



Filter SPAdes repeats/1 
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Input: contigs file & file with contigs stats 

Coverage cut-off ratio: 

This is the average coverage ratio cutoff. For example: if the average 

coverage is 100 and a coverage cut-off ratio of 0.5 is used, then any 

contigs with coverage lower than 50 will be eliminated. 

Repeat cut-off ratio: 

This is the coverage ratio cutoff to determine repeats in contigs. For 

exmaple: if the average coverage is 100 and a repeat cut-off ratio of 

1.75 is used, then any contigs with coverage more than or equal to 175 

will be marked as repeats. 

Length cut-off 

Length for average coverage calculation (default = 5000) 



Filter SPAdes repeats/2 
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Assembly stats 

the length of the smallest contig among the set of the 

largest contigs that together cover at least 50% of the 

assembly  

N50 

Maximum contig length 

Coverage of the contigs 

Consensus length 

50% 

UNORDERED CONTIGS 

CONTIGS ORDERED BY LENGTH N50 

Other intuitive parameters to check: 
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Pilon – contigs refinement 
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Realignment of the reads on a «reference sequence»: 

Pilon uses the result of the alignment to improve the assembly: 

we use Bowtie2 as alignment 

tool and the contigs as ref seq 

it outputs better assembled 

contigs 



Assembly stats: check bacterial contigs 
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Assembly stats: Quast 
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