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STEC cases in the EU/EEA 2022

« 8565 reported cases

population)
« 1280 hospitalisations
« 28 deaths

 Notification rate 2,47 (per 100 000
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Highest notification rates in countries:

Denmark: 22.63 (change in diagnostic methods
and more testing influence the increased rate)

Ireland: 17.63

Malta: 14.97 (PCR panel introduced in 2018)
Norway: 9.55

Sweden: 8.2
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Data downloaded from ECDC Surveillance Atlas 2023-10-27, possible changes could still be made.



STEC events launched by countries in the EpiPulse

platform
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SUMMARY: In total 12 STEC events were launched by countries in EpiPulse in 2022.
One event was multi country. All events involved either of the serogroups 0157 or O26.
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Interpret surveillance data with care @ C

DISEASE FREVERTION

* Increased awarness after 2011 outbreak to test for STEC

« PCR panels slowly intruduced in clinical labs starting around 2012 in many
countries

« " All” fecal samples from GI cases can easily be tested for STEC, no selection
based on e. g. age, season
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Data downloaded from ECDC Surveillance Atlas 2023-09-29 ‘
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Reported number of HUS cases 2007-2022, EU/EEA
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Ten most common serotypes in 2022, EU/EEA
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Source attribution informtion not conclusive, only examples are provided.
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Reported nhumber of cases with four of the largest @&S
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Serogroups with regional distribution? By
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Five most common serogroups of HUS isolates @&S
e
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Isolates with stx subtyping data in 2022 (n=1968) @&S
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Isolates from HUS cases in 2022 with stx subtyping @&S
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Isolates with stx subtype data, HUS cases compared to @&S
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.... -the wider adoption of Next Generation
Sequencing..... Clearly, this typing technique
eng'bles a comprehensive characterisation of
the isolates and should be encouraged in all
sectors to promote a One Health approach
to the assessment of the cases of disease in
humans, the causative agent and the
vehicles of infection. As a matter of fact, the
fine characterisation of the isolates proved
to be crucial in managing STEC outbreaks,
particularly for the identification of the
sources’....

EMU. Public domain. And Jonathon Simister, creative commons
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