Introduction to the ARIES webserver user-interface

o Bioinformatics training,
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HISTORY SECTION
TOOLS SECTION MAIN WINDOW (UPLOAD & RESULTS)
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PubMed - NCBI Home Page - Intranet . G Google W< Dizionario Raliano-Ing... ™ Epidemic Intelligence L. # Tools 5 TESSy Query Data - An... . Molecular Typing | Pul...

History

COMMON TOOLS NGS_course_2016
0 Istituto Superiore di Sanita’ 97 shown, 144 dalsted
Send Data 118.33 M8 AN J
Lift-Over ARIES - Advanced Research Infrastructure for Experimentation in Genomics - Galaxy Instance at 1SS
233: virulotyper on
Text Manipulation SEnimlen ® s x
Filter and Sort 225: mapping reads
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Join, Subtract and Group R\ tRIO /Q* e e 7 =
Convert Formats — ; data 231 and data
Fetch Sequences {4 METRICSantord O - 231 ® 4%
2 : Science Policy Forum: "Toward unrestricted use of public &= &
Statistics : ; r 2 > 230
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Graph/Display Data ED666_R1.fastasanger
I @sciencemagazine: science.sciencemag.org/content e \2
IRIDA 1363/64... @sciencemagazine and @METRICStanford ‘(J\/ ‘A» 229: ® 4%
Open-access METRICS publications: ; = ED608 R2.fastosanger
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Strioa RIES o B
MLST 7 Loci PouCY Form i
kSNP3 Toward unrestricted use of public genomic data D180 Rafast =4
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ED180 R1.fastgsanger
HReVAP
225 ® s x
E COLI TOOLS mmm[
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Please read our disclaimer before using ARIES. i ® s
LISTERIA TOOLS EDO10 R1.fastgsanger
isteria tvpi p
. Q The ARIES server will be down for maintenance from July 10th until July 12th|
SALMONELLA TOOLS
Salmonella typing
NGS TOOLS

Galaxy Mygn open platform for supporting data intensive research. Galaxy is developed by The Galaxy Team with the support of many contributors. The Galaxy Project is supported in part by NHGRI, NSF, J¥ Huck Institutes

"~ ofthe Life es, The Institute for CyberScience at Penn State, and Johns Hopkins University,

\\Q\?JRI()/Q
Istituto Superiore di Sanita, Dep. of Food Safety, Nutrition and Veterinary Public Health .9% €L =
European Union and National Reference Laboratory for E. coli, Rome, Italy z Q =




Analyze Data

Is used for going
back to home
(main screen)

Can be used for a
customized pipeline,
by selecting specif

+tonnlc
LUUIJ

Can be used for
share data
libraries,
histories,
workflows,
visualizations,
pages
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- View data

and analysis results

Edit attributes

w delete

L

BFCC4GB4ACKA:4:1101:1817: 21828RACGTGATAS L

+

@FCC4GBAACKX:4:1101: 74602 22394RACGTGATA/1

+

@FCC4GBAACKH:4:1101:17609: 2250#RACGTGATA/ 1

+

BFCC4GB4ACKH:4:1101:17931: 2181#RACGTGATA/ 1

+

BFCC4GB4ACKH:4:1101:1695: 2397#RACGTGATA/ L

+

@FCC4GBAACKE:4:1101:1818: 23884RACGTGATA/L

+

@FCC4GBARCKE:4:1101:2662: 24625 RACCTEATA/L

+

BFCC4GB4ACKH:4:1101:3371: 22974AACGTEATA/ L

+

ggiiihiiiiifiiiiiiiiihhhhi

BFCC4GB4ACKA:4:1101:3363:24328RACGTGATA/L

+

@FCC4GB4ACKX:4:1101:3578: 24954RACGTGATA/1

+

@FCCAGBAACKN :4:1101:4560: 23824RACGTGATA/1

+

BFCC4CB4ACKH:4:1101:5450: 23363RACCTGATA/ L

+

118.33 MB ~ % ™.
[ =]
TCRRAATGCAGTCCGICATCGAGATTTARCACCACCAEAATGTCATGACCCGCCGT . . i 233: vlrl‘"o ron @ ! x
AMfrbutes = ConvertFormat Datatype  Permissions data 224 and data
225: mapping reads
TGCAGTGCGCARGT GACGEACGCTGCGRATAATTACGCGCCATCCACCAGRTGACT
i 232: virulotyperon @ & %
ggiiighiiiiiifhihiiiiiiiiiii CCCCCCCoor i eg
Mirbutes | Convert Format  Datatype  Permissions data 221 and data
GIGGGTARTGCCGIGGATGCIGITTATCCTGCAACCCGCCTGRCAGCGCATIGATT 23 D- n‘h':ll]'[l'illﬂ reads
ggiiigfhiiiiihiihhiiihiiiiiiiiiiiihiiihiihiiiihgedecchbbd Edit Attrbutes
231: @ &S R
CGCCCRIGATTACGGICTCGCCGTCCCEEAATGCETTACCCGCCRTCAGECGEIGE Nﬂme:
ED666 R2.fastqsanger
gfiiiieghiiiiiifhiiniiiggnii abceellaa D180 RZ.faStQSEﬂQEf
- 233.5 MB
CTCATGCECAGCGEGTTIGCCATCGCTICARCCGGARTTATICGCGACGECAGTIIG
Tnfo: format: fastqsanger, database: 2
Uploaded fastgsanger file
AATCGCGTCATGCCACTCGTTATCIGCCTGCTCCCGRCCCTRACCACCARGCCAGT u D | oa d Ed fa Stq san g ar ﬁ | e
ggiiiiiiiiiiiiiiiiiiibiiiiiiifhiiiiihiihii cdbb E 'ﬂ IA .? % '
GCCCTGGCARGTTITACCGTGCACGCACAGCCCCCCTCACAGACCGTAGARCARRC AI’IIIOlaliOII l Nmes.
' @Tm:d:lim:i?43:21ﬁl#Tmf2
ggiigiiiihighiiiiiihhhiiiighhdfhhiiihgfggeeeec”acccecececee
T T AT TEAAA T TR ETATOEAAALT AT AT  TAALGETS
GCCACGCCECCACCGTTARRRCCGACGICCATCCAGCCCACATCGTCCAGCAAGRR
.
cccccccce | | el emmmep ) e memmmeml meammaa= -
Add 2n znnotation or nates to 3 dataset; amnotations are avalable when 3 history i viewed, Eiiiiihhiiniiiiiiiniiliiiiidgfhhhdgeineseg
ATAGCTGCTGOARACATGGAT GEEAGGCACRACCCARCCATACTETICCTCGICAT @:Cm:4=11@1=3§35:2155#Tﬁﬁ ~~ CALA lI.-2
Database/Build:
ggiiifghiiiiiiibhihhiiiihiiiiiiiiiiiiiiiiiiiggggfececcce l ARCETCT T TOAT AN TOEMOCAN T TANC MG TEOAN TN
fad [7
ATAARGAGATTTACAGCATGGTCAGGAAGEICAGCARCCECTTARGCTEICECCAR wnspeie 1) ! L m | 5
Saie 230: LA g
CITGCRITICATITACCAGCACCCATICACGCGCTCTRTGATATGARRACCCTCAR
ED666 R1.fastgsanger
ggihiihiiiiiiiiifighhihiiiihiiiihhghiiggdgggfeeeeebodoch AUtU'deteCt
This wil mspect the dataset and attempt to correct the above column values f they are not accurate. 229: @ #
TGTCCGECTGAGCTARCAACGCAGARTACCGATAATGEACCGCCACCEEEEACTCT
ED608 R2.fastgqsanger
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# Edit attributes

Attributes | Convert Format  Datatype  Permissions

Attributes
Edit Attributes
Name:
IT CAN BE USED TO
nfo: CHANGE THE FILE
uploaded fastgsanger file
NAME

Annotation / Notes:

Add an annotation or notes to a dataset; annotations are available when a history is viewed.

Database/Build:

unspecified (?) \
Save

Auto-detect

This will inspect the dataset and attempt to correct the above column values if they are not accurate.,
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# Edit attributes

Attributes Convert Format Datatype

Datatvpe

Change data type v SPECIFY THE DATA FORMAT
New Type: .

v All NGS platforms produce data in

fastgsanger s
a Hing the same .fastq format, using the

ctandem . same ASCII code for PHRED
axreal scores (.fastqsanger).
fasta 3 v" However, some tools require the
fastq use with declared data type
fastq.bz2 .fastqsanger
fastg.gz

v ALWAYS SET THE DATATYPE OF
fastgcssanger

. SEQUENCING READS FILES AS
fastgillumina
- = fastqsanger
v E.g. from «.txt» to «.tabular»
Q\RI()/Q
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FILES DETAILS FROM THE HISTORY

Download

Apestura di Galany231-{ED666 R fastqsanger] astgsanger

i

E stato scelto diapnre:

| Glay31fD66 R fosgmgerfscsmger
tipo: festgsanger File (33 MB)
da: bitpsfaresis.t
Che cosa deve fare Firefox con questo file?
O Apidocon | Sfoglz.. ‘
0 Sahvafile
Dia ora in avant esequi quesia azione per i i il di questo fipo
Ok Annalla

ol

IN CASE OF THE
USE OF TOOLS
FOR SOME
GRAFIC
VISUALIZATION
(TREES)

[Tree from QTree:

0 X_0157

Toal Paramitars
P e LAl
[ i
0 L
i s e
e il
et i
Tnhertance Chain
e e
LT

0 ED073_0111
() ED608_0111

231: @® &S %
ED666 R2.fastgsanger

233.5 MB
format: fastgsanger, database: ?

View details Visualize in charts Tool Help Uploaded fastgsanger file

2 O ? - ®

[EFCCAGRANTD 14 1 1181 1 1743 1 21BARTGGRAMCALLS 2

T T AT TEAAAT TROETATCEAAAA AR A T TARLEETS

-+

[EFOCAGRANCO. 41 1181 : 3336 21665 TORAMCAAL 2

AT T T AT A A TR AN TTALMC O TR AA T

q | i | b

0 ED180_026
5 0 0 EDA1L 026
0 (0 ED654_026
0 0 ED656_0157
EDG04_0157
@v_msr

0 ED010_0157

Edit dataset tags

Edit dataset annotation

- ®
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View details

i

FOR THE DATA OBTAINED AS RESULTS OF TOOLS, YOU CAN SEE THE
INFORMATION OF THE INPUT DATA, OF THE PROGRAM USED AND ALL
THE DETAILS OF THE ANALISYS PERFORMED

FastQC

Dataset Information

Number: 330

Name: FastQC on data 224: Webpage
Created: Wed 06 Jun 2018 03:44:42 PM (UTC)
Filesize: 261.7 KB

Dbkey: ?

Format: html

Job Information

Galaxy Tool ID: toolshed.g2.bx.psu.edu/repos/devteam/fastqc/fastqc/0.63
Galaxy Tool Version: 0.63

Tool Version:

Tool Standard Output: stdout

Tool Standard Error: stderr

Tool Exit Code: 0

History Content API ID: 7cf25beddbb892bg

Job API ID: 9el76c253e61799a

History API ID: 95919cdfad1df5el

UUID: 1fc7040e-e416-4b41-8731-a36d6fbaddso

Tool Parameters

Input Parameter Value Mote for rerun
Short read data from your current history 224: EDO10 R1l.fastgsanger

Contaminant list
Submodule and Limit specifing file

Inheritance Chain
FastQC on data 224: Webpage

Job Dependencies

Dependency Dependency Type Version
FastQC tool_shed_package 0.11.2

QQ\:)RI()/@
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HOW TO FIND THE TOOLS

= Galaxy / ARIES

Tools -'!L

(" FasTQd o)

E coli typing

E coli Serotyper performs
serotyping of Escherichia coli

NGS: Assembly the tool needed by typing the
AS pipeline A5 i5 a pipeline for
assembling DNA sequence data
generated on the Illumina

sequencing platform. Section
NGS: OC and manipulation

FastQC Read Quality reports

name of the tool in the search

Workflows

s All workflows

m ConcatenateTermotypes?
(imported from uploaded file)

= E. coli Serotyper (imported from
uploaded file)

In the tool section, you can select
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In the main window you will see the window for selecting the
files to be analyzed by the chosed tool (scroll from the menu or
type the correct name of the file uploaded in the history).
Once all the fields have been filled, click on Execute and check

the colours in the history window...

Analyze Data

FastQC Read Quality reports (Galaxy Version 0.63) v Options
Short read data from your current history

[9 | & | O |302: SRST2-7loci Alignment: File v
Contaminant list

(3| O |Nothing selected v
tab delimited file with 2 columns: name and sequence. For example: Illumina Small RNA RT Primer CAAGCAGAAGACGGCATACGA

Submodule and Limit specifing file

[5| 5 0O |Nothing selected v
a file that specifies which submaodules are to be executed (default=all) and also specifies the thresholds for the each submodules warning
parameter

¥ Execute
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THE COLOURS OF THE HISTORY WHEN YOU RUN THE TOOLS

GRAY

History c &

NGS_course_2016
100 shown, 145 deleted, 88 hidden

History - & 0

search datasets

NGS_course_2018
135 shown, 56 deleted, 56 hidden

15.72 GB o |
119.9 MB =AY ) d
A +.: 247: Check bacte @ & x
o 333: FastQC on X — rial contigs on data
data 256: RawData 221
§) 332: FastQC on % |= +: 246: Check bacte @ & x
data 256: Webpage rial contigs on data
S RED 17
" | History %
search datasets [x)
NGS_course_2018
126 shown, 56 deleted, 56 hidden
15.72 GB e e

BAM

€)235: VCFfrompi @ & x

lon on data 230 an
d data 217

error

An error occurred with this

dataset:

Pilon version 1.20 Tue Sep 20 20

Fatal error: Exit code 1 ()

Exception in thread "main” java.lz
at sun.reflect.NativeMethod,
at sun.reflect.NativeMethod,

»

w0 2

View or report this error bV |.Q§§_|

GREEN

History = &[0

NGS_course_2016
100 shown, 145 deleted, 88 hidden

121.33 MB

333:FastQCondata @ 4 x
256: RawData

332:FastOCondata @ ¢ x
256: Webpage

AL

m

in the

HISTORY

section, you can select
the FILE needed by
typing the name of the

FILE in

section

the search
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i View or report this error

. ~| History o &[0
Dataset generatlon errors
Dataset 235: VCF from pilon on data 230 and data 217 search datasets 0
Tool execution generated the following error message: NGS_course_2018
126 shown, 56 deleted, 56 hidden
Fatal error: Exit code 1 () 15.72 GB yeoe

Exception in thread "main" java.lang.reflect.InvocationTargetException
at sun.reflect.NativeMethodAccessorImpl.invoked(Native Method)
&t sun.reflect.NativeMethodAccessorImpl.invoke(NativelethodAccessorImpl.java:62)
at sun.reflect.DelegatingMethodAccessorImpl.invoke(DelegatingMethodAccessorImpl,java:43)

€)235: VCEfrompi @ ¢ x
lon on data 230 an

d data 217
at java.lang.reflect.Method.invoke(Method.java:498)
at com.simontuffs.onejar.Boot.run(Boot.java:348) eig
at com.simontuffs.onejar.Boot.main(Boot.java:166) An error occurred with this
Caused by: java.lang.IllegalArgumentException: requirement failed: /afs/galaxy/database/files/000/126/dataset_126490.dat must be indexed BAM dataset:
at scala.Predef$.require(Predef.scala:224) Pilon version 1.20 Tue Sep 20 20:
at org.broadinstitute.pilon.BamFile.<init>(BamFile.scala:47) Fatal error: Exit code 1 ()
at org.broadinstitute.pilon.Pilon$.optionParse(Pilon.scala:122) Exception in thread "main” java.l:
at org.broadinstitute.pilon.Pilon$.main(Pilon.scala:72) at sun.reflect.NativeMethod,
at org.broadinstitute.pilon.Pilon.main(Pilon.scala) at sun.reflect.NativeMethod,
... 6 more 4 N
\ g w0 ?

The tool produced the following additional output: View or report this error A

Pilon version 1.20 Tue Sep 20 20:48:09 2016 -9482

234: FASTA frompil @ 4 %
on on data 229 and

Click on «View or report this error» and copy the text from the
main window, then past and send the text to aries@iss.it
or

“Report this error to the local Galaxy administrators”

3
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