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Conventional MLST 
7 housekeeping genes 

Low sensitivity 

High robustness 

Good for phylogenetic analysis 

Not good enough for outbreak investigation 

MLST from WGS data 

whole genome (wgMLST) 

core genes (cgMLST) 

housekeeping genes 

Applying MLST to E. coli  
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cgMLST Enterobase scheme currently in implementation for ARIES 



Developed by INNUENDO (EFSA-funded project) 

chewBBACA: assembly based allele-calling of wgMLST 

Based on wgMLST scheme developed by Enterobase 

https://github.com/B-UMMI/chewBBACA 



Loci and alleles are defined by Prodigal 

chewBBACA: assembly based allele-calling of wgMLST 

BLAST Score Ratio>0.6 to identify the allele 

It works on pre-assembled contigs (.fasta) 

7601 curated loci 

About 3400 loci called per strain 
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Developed by INNUENDO (EFSA-funded project) 



chewBBACA results - Statistics 



Statistics 

Contigs 

info 

Alleles 

Logging info 

Repeated loci 

chewBBACA results on ARIES 

File to use for cluster analysis 



Minimum spanning tree on Phyloviz online 
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Minimum spanning tree on Phyloviz online – e.g. 


