
NGS solutions in Microbiology 
 (in 30 min) 



Before Starting 

 
What I’ve to do with sequences? 
 
What kind of results do I expect? 
 
What are my applications?  
 
What do my collaborators expect? Can I satisfy them? 
 



My brand-new sequencer has just  
produced 200GB of data…  
What can I do with them? 

Storage 
 

Analysis 
 



Let’s focus on Analysis 

Local Remote 



Remote Servers 

Are you familiar with ssh? 
Command line? 
Modules environment? 
Sftp? 
Pay what you use… 



Cloud Solutions 

Are you familiar with API? 
Low flexibility 
High powerful resources 
Do you trust in data security? 
Reachable anywhere 
 



Local Solutions 

Workstation 

Local Server 

Small scale projects 
Affordable costs 
Low management efforts 

Higher costs, scalabilty 
Storage 
medium scale requests 
People to manage it !! 



And Software??? 

Open or Commercial? 



And People??? 

Hire 



Did you think about these aspects? 

Would you tell us your experience…? 



Where is Galaxy framework 
 in this scenario? 



What is Galaxy? 

an open web based platform 
– Accessible, reproducible, and transparent community standard 
– Personalized data access and specialized tools for data analysis 
– Use “Big Data” technologies to help scale computation 

Layer between you and hardware resources 



Galaxy Main Features 

• Galaxy integrates a multitude of different tools by giving 
them the same “look and feel” 
 
• Histories  Every step of your analyses is recorded in Galaxy's 
history system… 
 
• Share your analyses share histories between users 
 
• Results are reproducible replace “the data were analyzed 
using a collection of in-house scripts” with an url pointing to 
Galaxy's history 
 



Galaxy Specialized Istances 

https://wiki.galaxyproject.org/PublicGalaxyServers 



How does ARIES look like? 

https://aries.iss.it 



Aries’ three main sections 

tools 

Main Section 
Input/Results 

History 



Are you ready? 

GO! 
…load data in your histories… 


