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EU One Health 2019 Zoonoses report

The EUOHZ:
- a joint scientific report by EFSA and 

ECDC, and
- the product of intensive collaboration 

with MS and EC DG SANTE (D4, G2 
and G4)

https://www.efsa.europa.eu/en/efsajournal/pub/6406



Reported numbers and notificaton rates of confirmed 
human zoonoses in the EU, 2019

EU trend of confirmed 
cases in 2015–2019
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Reported hospitalisations and case fatalities due to zoonoses in
confirmed human cases in the EU, 2019

Severity of the diseases was analysed based on hospitalisation and outcome of the reported cases. Based on 

data on severity, listeriosis and West Nile virus infection were the two most severe diseases with the 
highest case fatality (listeriosis, 17.6%) and the highest hospitalisation (West Nile virus infection, 93.5%). 

Almost all confirmed cases with data available on hospitalisation for these two diseases were hospitalised. 

About one out of every fifth and one out of 10 confirmed listeriosis and WNV cases, respectively, with known 
data were fatal.



STEC infections in humans, EU/EEA, 2008-2019

There was a significantly 
increasing
trend (p < 0.01) for STEC in the 
EU/EEA in 2015–2019.

Five MS (Austria, Denmark, 
Finland, Malta and Poland) 
reported significantly increasing 
trends (p < 0.01). One MS (the 
Netherlands) had a significantly 
decreasing (p < 0.01) trend over 
the same time period.



• In 2019, 7,775 confirmed cases of Shiga toxin-producing E. coli (STEC) infections in humans 
were reported at the EU level by 27 EU countries.

• The EU notification rate was 2.2 cases per 100,000 population, which was similar to 2018.

• The highest notification rates were reported in Ireland, Malta, Denmark and Sweden.

• The EU/EEA trend has been increasing from 2015 to 2019.

• STEC was the third most frequent bacterial agent detected in food-borne outbreaks in the EU, 
with 42 outbreaks, 273 cases, 50 hospitalisations and 1 death reported in 2019.

• The sources in the four strong-evidence STEC food-borne outbreaks during 2019 were ‘bovine 
meat and products thereof’ (two outbreaks), ‘milk’ and ‘tap water, including well water’ 
(one outbreak each). During 2010–2018, strong-evidence STEC outbreaks were mostly 
caused by ‘bovine meat and products thereof’ (18), ‘tap water, including well water’ (16), 
‘vegetables and juices and other products thereof’ (10) and milk (8) and cheese (8).

• In 2019, 21 MS reported the presence of STEC in 2.8% of 20,395 food samples, compared 
with 2.4% in 2018.
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• Sprouted seeds were tested by six MS with no positive STEC results from 331 official samples. 
An EU regulation with a microbiological criterion for the presence of STEC in this food 
commodity has been in force since 2013.

• Overall, STEC was most commonly found in meat of different types derived from different 
animal species (4.1% STEC-positive), followed by ‘milk and dairy products’ (2.1%) while 
‘fruits and vegetables’ was the least contaminated category (0.1%). Sixteen MS tested 
6,297 ‘ready-to-eat’ food samples for STEC of which 37 (0.6%) were found to be 
STEC-positive, including 17 meat and meat product samples, 16 milk and milk product 
samples with 10 from cheese, two samples from spices and herbs, and one STEC-positive 
sample from salads and ‘fruits, vegetables and juices’ each.
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Distribution of the 20 most frequent serogroups reported in 
confirmed cases of human STEC infections in EU/EEA, 2017–2019

Confirmed cases in humans: 

data on STEC serogroups 
(based on the O antigen) 

were reported in 2019 by 24 

MS. Serogroup data were 
available for 57.9% of the 

human confirmed cases, 
which was a slight decrease 

compared with in 2018 

(61.6%).



Distribution of the 20 most frequent serogroups reported in 
confirmed cases of human STEC infections and of STEC in food and 
in animals in EU/EEA, 2019

• Food : 25,238 sample units 

tested of which 2.5% 
(641) were STEC-

positives.

• Animals : 2,588 animal 
sample units tested of 

which 14.1% (366) were 
STEC-positive.



Proportion of positive samples for any STEC and STEC belonging to 
the ‘top-five’ serogroups in food categories, in reporting MS, 2019

Food : of 212 isolates 45 

(21.2%) belonged to the 
top five serogroups (O157, 

O26, O103, O111 and 

O145) while the remaining 
167 isolates (78.8%) 

belonged to 53 different O-
groups. All the top 20 STEC 

serogroups isolated from 

human infections were also 
found in the STEC isolated 

from food in 2019, except 
for serogroups O80, O5 and 

O76 only found in food.



Virulotypes of the food, animal and human isolates causing severe infection 
(HUS, hospitalisation and bloody diarrhoea) in 2019 and comparison with 
those associated with severe disease in humans in 2012–2017, in EU

The most commonly reported virulence gene combination was stx1-/stx2+/eae+, accounting for 42.1% 

(399/948) of the severe human cases with known virulotypes. The proportion of the second most common 
virulotype stx1+/stx2+/eae+ accounted for 30.1% (285/948) of the cases. Together these two virulotypes 

represented 72.2% of the total number of severe human cases with known virulotypes in 2019.



Stx-coding genes profiles of the food and human isolates causing severe 
infection (HUS, hospitalisation and bloody diarrhoea) in 2019 and 
comparison with those associated with severe disease in humans in the 
2012–2017, in EU

The most common stx gene subtypes 

(human isolates) were stx1a (261/865; 
30.2%), stx2a (222/865; 25.7%), stx2c 

(182/865; 21.0%) and stx2a;stx2c 

(100/865; 11.6%), representing 88.5% 
of the total number of subtypes in 

severe human cases.



• Of the isolates from food with the reported information on the serogroup 21.2% belonged to 
the ‘top-five’ serogroups (O157, O26, O103, O111 and O145) in 2019 and more 
than half of all the remaining STEC belonged to the top-20 STEC serogroups reported in 
human infections to ECDC in 2015–2018.

• Most of the virulotypes of STEC isolates from food and animal were also identified in severe 
STEC infections in humans. This identification, however, was only carried out on 52.9% of 
the food isolates for the stx gene typing (stx1 and stx2) and stx gene subtyping was only 
done for 6.1% of the food isolates, and even less for animal isolates.

• Testing of animal samples was still not widely carried out in the EU with 2,588 animal samples 
tested for STEC by nine MS in 2019.
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