


Shiga toxin-producing Escherichia coli (STEC) and food: attribution, characterization, and 
monitoring 

JEMRA Report 2018  

• The STEC serotype is not a reliable predictor of the potential of the STEC strain to cause 
severe diseases. 

• Risk of D, BD or HUS for STEC infections is best predicted using STEC virulence factors 
(encoded by genes). 

• Based on existing scientific knowledge, STEC strains belonging to the Stx2a subtype and with 
adherence genes eae or aggR are considered to pose the highest risk of illness and have the 
strongest potential to cause HUS. 

• All STEC, regardless of the Stx subtype they produce, should be considered as potentially 
diarrhoeagenic, especially in susceptible individuals. 

 





Attributing illness caused by STEC to specific foods 

JEMRA Report 2019  

«Here, beef, produce (fruits and vegetables), dairy products, other unspecified 
types of meat, and chicken all emerged as significant sources of STEC, depending 
on geographic region (AMR, EUR and WPR) and whether the illnesses being 
considered were from outbreaks or were sporadic cases. Care must be taken in 
extrapolating data from these regions to other regions for which there are no 
data. Similarly, absence of data for food categories, and absence of food items 
from any of the studies, does not necessarily mean that said food items are 
safe». 

 





STEC disease prevention has been and will continue to be driven by improvement in outbreak detection, investiga- 

tion, and food industry practices. Highlights of Committee recommendations include the following:  

NACMCF Report  

• Develop a new universal enrichment culture medium that can be broadly used for all STEC in any food.  
• Explore high-throughput methods that can detect STEC virulence factor genes directly from enrichment medium  
• Expand systematic sampling of food, animals, and water for STEC  
• Explore ways for industry to share test data anonymously.  
• Link standardized epidemiological, clinical, and STEC WGS data to monitor trends in recognized and emerging  
• virulence attributes  
• Fund academic research  



Pathogenicity assessment of STEC and analysis of outbreak data for the source 
atirubution 

EFSA Opinion 2019  

• Expected to be published soon 


