IMAGE ANALYSIS: PROFILES ANALYSIS AND
INTERPRETATION

Step 4: DEEP INTO THE ANALYSIS

 Analyze a TIFF
1. Convert a TIFF to Gel Strips
2. Define Curves

3. Normalize the Gel

4. Find Gel Bands

* Link Lanes to Database Entries
* Add Text Data for Isolates




Image analysis: profiles analysis and interpretation

Step 4: ANALYZE A TIFF - LET’S START

[E BioN
File

T - - [=[@] = ]
indow

Nr.  Experiment

2. CLICK ON THE GEL IMAGE ICON ===
(EDIT FINGERPRINT DATA) |'_"h
IN ORDER TO ANALYZE THE TIFF IMAGE

Hame Created Modified Location W
N DPCF0812gel54 2014-08-0517.17:58  2014-08-0517.17:58  Shared DB

Hame Created Modified ocati =

1. DOUBLE CLICK ON THE

NEW GEL AND FINGERPRINT

TYPE WINDOWS WILL OPEN.

fons | Power assemblies |

Ees=Ee meE——0—@ 0




The BioNumerics Software: database creation, experiment type, import of TIFF files,
and setting up experiments

Step 4: Select the experiment created

ot ol nger s
Fiﬁgefprintqpe N
Select a fingerprint type:
/ // Create new

SELECT THE FINGERPRINT / f
TYPE ALREADY CREATED IN ket E
THE EXPERIMENT FOLDER /
(PFGE_Xbal) 4 /

... AND CLICK OK




TIFF ANALISYS AND PFGE PROFILE INTERPRETATION
Step 4: CONVERT A TIFF TO GEL STRIPS (I)

° AR () DED A JIl B
A A .
- File Edrf Lins L — |
= | Hame: Type
Place the top of the frame
just below the wells
Make sure bottom line
includes all bands
|son curves [ Normatasio [ands




TIFF ANALISYS AND PFGE PROFILE INTERPRETATION

Step 4: CONVERT A TIFF TO GEL STRIPS (l1)

A
e To define lane strips, click
= oS “Auto Search Lanes”

BioNumerics u -
p—

File Edit Datsbase Subsets Experiments Comparison Identification Scripts Help Window

&
! -
2|1 PFGEXbal Fingerprint types
—— N e = l--—-'—""_ | S T Wi e
—— . . : Search lanes

' - " . Enter estimated number of lanes = =

. |06-06 13:38:27  Shared DB

06-06 13:39:05  Shared DB

10

L
S —
I rﬁ_"gf
ips | Curves [ Normaiization | Bands |
Fingerprint type: PFGE_Xbal = TIFF: 760 x 574 x & (x1.00) |
s | ttonments i [Powe i
-y
— — — —




TIFF ANALISYS AND PFGE PROFILE INTERPRETATION
Step 4: CONVERT A TIFF TO GEL STRIPS (ll)

@ BioNumerics L. - = s == 2 . __= 5| % |

.| To adjust width of all lanes, click “Edit Settings”

= —
=o' (@) Fingerprint data of DPCFOT0Sgelpfge12ago2T1 RUNZG .

Fingerprint ¢

~waa | Click on “Raw Data”

e e Data source Image coloring
3 : ; © 2D TIFF image Inverted values
: Densitometric curves
‘._ 5 Bands tables -Eackground color: - I
h Image strip extraction
I maness: @ 2 d Ajust Thickness until strips are wide
i = -
:::: .:. Nodes: 3 = e n O u g h
. u ‘;_. : “:m || Background subtracti T ]
; 1 , 1 ---- 80 et Color scale;
m 'uwmm [ Spot removal
[] Use bounding box curvature ODrange " ” -
Enable “Spot removal” if
1= e ][~ some debris are present in
the gel
y " Created I
F%i:m m; I'VTIF!%H 8 (x1.00) |
|‘| 0 entries "[ “.— isons | ions | Power




TIFF ANALISYS AND PFGE PROFILE INTERPRETATION
Step 4: CONVERT A TIFF TO GEL STRIPS (IV)

Fingerprint data of DPCF0709gelpfge12ago2011 RUN36 I t T—

File Edit Lanes Strips Window

Make strip smaller (F8)

To adjust individual strip width,
click on “Make strip larger” or
“Make strip smaller”




TIFF ANALISYS AND PFGE PROFILE INTERPRETATION
Step 4: CORRECT ASSIGNMENT OF STRIPS WIDTH

MAKE SURE THE STRIP DOES NOT:

... cut off the edges of the lane

THE STRIP SHOULD INCLUDE ALL OF THE LANE

... include too much space




TIFF ANALISYS AND PFGE PROFILE INTERPRETATION
Step 4: CONVERT A TIFF TO GEL STRIPS (V)

Fingerprint data of DPCF0709gelpfge12ago2011 RUN36 -t

File Edit Lanes Strips Window

Save work [l
then click “Next” arrow




DEEP INTO THE ANALYSIS

* Analyze a TIFF
1. Convert a TIFF to Gel Strips
2. Define Curves

3. Normalize the Gel

4. Find Gel Bands

* Link Lanes to Database Entries
* Add Text Data for Isolates




TIFF ANALYSIS AND PFGE PROFILE INTERPETATION
Step 4: DEFINE CURVES

Fingerprint data of DPCFOZ09gelpfgel2ago20ll RUNSS — T B A s . oo ]|
1 —
Densitometric curve

File Edit Curves

Use the blue node
to drag the strip to the best area of each J
lane
Avoid artifacts, specks, etc Peaks correspond to bands

_/




TIFF ANALYSIS AND PFGE PROFILE INTERPETATION
Step DEFINE CURVES

1
= Scale size
Signal / Noise ratio: 25.804232 ‘
Wiener cutoff scale: 5.818182 pts (1.278721%)

Background scale: >60.235294 pts (13.238526%)

TOlnes x 4sponts

pts

Remember to TAKE NOTE

| (percentages values)... each gel

has its own values




TIFF ANALYSIS AND PFGE PROFILE INTERPETATION
Step 4: DEFINE CURVES

@ Fingerprint data of DPCF0709gelpfgel2ago2011 RUN36

-

Fingerprint conversicn settings

A=)

File Curves

Undo
L, Redo

Zoom in
%, Zoom out
1 LTl Edit settings...

Load default settings...
Save as default settings...

Change fingerprint type...

M Change brightness & centrast...

Edit tone curve...

v Snap to peaks

Rescale curves

CTRL+Z
CTRL+Y

Ctrl+Page Up

Ctrl+Page Down

ool

IFE

1

i1

menu)

... and write the values i
Densitometric Curves folder (edit

Raw data | Denstometric curves | Nomalization | Bands |

Curve extraction

Aweraging thickness:

i = ptz

Mumber of nodes:

ackground subtractio

Apply

Fittering
() Arthmetic average
i@ Median fiter
(71 Mode fitte

Cut off below: 1.15

Fower; 20

Richardson-Lucy deconveolution

[T] Apply
Disl: size: on
200
[ QK J [ Anrulla Applica




TIFF ANALYSIS AND PFGE PROFILE INTERPETATION
Step 4: Setting up the experiment — DEFINE CURVES

Once “SAVE” button is pressed the background

subtraction is applied

| | 1

Fingerprint type: PFGE_Xbal | TIFF: 760 x 574 x 8 (x1.50)




TIFF ANALYSIS AND PFGE PROFILE INTERPETATION
Step 4: DEFINE CURVES

Click “NEXT” arrow from the toolbar

<
Strips. Hmmm'm Bands
Fingerprint type: PFGE_Xbal | TFF. 780 % 574 x & (x1.00) |




TIFF ANALYSIS AND PFGE PROFILE INTERPETATION

* Analyze a TIFF
1. Convert a TIFF to Gel Strips
2. Define Curves

3. Normalize the Gel

4. Find Gel Bands

* Link Lanes to Database Entries
* Add Text Data for Isolates




TIFF ANALYSIS AND PFGE PROFILE INTERPETATION

Step 4: NORMALIZATION

NORMALIZATION is the process by which all the

gels can be compared
variability

limiting the inter-run

i1}

g
P
e
]

Strips I Curves Imtﬂll
i Fingerprint type: PFGE_.

|| TIFF: 760 x 574 x 8 (x1.50) |

Bands |




TIFF ANALYSIS AND PFGE PROFILE INTERPETATION
Step 4: ASSIGNING THE REFERENCES LANES AND BAND POSITIONS - NORMALIZATION

@ Fingerprint data of DPCF0709gelpfge12ago2011_RUN36

— ~—

o [

File Edit [References] Normalization

Click on «REFERENCES»

H II ﬁ Use as reference lane

% heferel Use all lanes as reference lanes

Add external reference position
Add internal reference pasition

Delete reference position

Change reference position name...

Change reference posttion..,

Copy normalization

Paste normalization

Ctrl+R

° | AND SELECT «USE AS

Mo active neference system defined

_ | REFERENCE LANES»...

For the first gel in the data base

the bands of the marker (S.
Braenderup H9812 strain)

molecular weight must be assigned to

|

Strips qurves ]mmﬁzmn ‘ Bum‘l!]
TIFF: 760 x 574 x 8

Fingerprint type: PFGE_Xbal (x1.00)




TIFF ANALYSIS AND PFGE PROFILE INTERPETATION
Step 4: ASSIGNING THE REFERENCES BAND POSITIONS - NORMALIZATION

 {E BN |

Click on standard lanes

AND Click on the &

Weight icon to designate ﬁ
standard lanes

NOTE: the correct positioning of S.
Braenderup H9812 is crucial for proper
normalization

) LA ) FC
) LA U U
) LA U U




TIFF ANALYSIS AND PFGE PROFILE INTERPETATION
Step 4: ASSIGNING THE REFERENCES BAND POSITIONS - NORMALIZATION

Fingerprint data of DPCF0709gelpfge12ag02011_RUN36
File Edit [References| Normalizati

il @ Useasreference lane Ctrl+R

Q Refere Use all lanes as reference lanes

Add external reference position

Add internal reference position

Delete reference position

Change reference position name...

Change reference position...

Copy normalization

Paste normalization

No active reference system defined

2. POINT THE BANDS AND ADD THE
EXTERNAL REFERENCE POSITION FOR
ASSIGNING THE MOLECULAR
WEIGHT TO THE BANDS

e -

| Braenderup H9812 (The Universal

Molecular weight (in KB) must be
inserted for each band of the S.

Molecular Weight Marker)

L |
L I

0 JU 0 AB



THE REFERENCE BANDS POSITIONS

Band Molecular weight
Number (Kb)

1
2
3
4
5
6
7
8
9

Y
o

[T
=

[
N

Y
W

[
D

=
Ul

<XO0-H>P»PO0Z2>r



TIFF ANALYSIS AND PFGE PROFILE INTERPETATION
Step 4: ASSIGNING THE REFERENCE BANDS POSITIONS - NORMALIZATION

File Edit References Normalization

& u 23 <‘A

o8

No active reference system defined

Enter the molecular weight for each band |
Wimmlﬂ Bands l“ 8

Fingerprint type: PFGE_Xbal ' TIFF: 760 x 574 x 8 (x1.00) T




TIFF ANALYSIS AND PFGE PROFILE INTERPETATION
Step 4: ASSIGNING THE REFERENCES BAND POSITIONS - NORMALIZATION

Fingerprint data of DPCF0709gelpfge12ago2011_RUN36 - -
lrim_;;;prin'::ata<>fDr’csﬁ709s:_elp RUNE File Edit References Normalization . —
=3 [yl F
) Reference syste Q T _. . Auto assign reference positions
_ Click “Auto assign reference positions”
: | - -1 to assign bands in the other o
£ (es8)>— : L
: - standard lanes
- - | W= | Auto assign reference bands -'g
m e
[— " p—
‘ A @ Using bands
Ty
=l :: © Using densitometric curve (requires standard)
es)>— | o '
s
[
547
333




TIFF ANALYSIS AND PFGE PROFILE INTERPETATION
Step 4: ASSIGNING THE REFERENCES BAND POSITIONS - NORMALIZATION

[@) Fingerprint data of DPCFO709gelpfge12ag02011 RUN36
File Edit izati

S
ALWAYS Verify band assignments and
good normalization

Q Reference system

No active reference system defined

i Fingerprint type: PFGE_Xbal 'T}'F:mxﬂlxb(xi.ﬂ)) T




TIFF ANALYSIS AND PFGE PROFILE INTERPETATION
Step 4: NORMALIZATION

Hl




TIFF ANALYSIS AND PFGE PROFILE INTERPETATION

Step 4: NORMALIZATION

[&) Fingerprint dataof 2ogo2011 RUNSS T

(Normatzation]
Fingerprint data of DPCF0709gelpfge12ago2011 RUN36

File Edit References | Mormalization |

3

= i . .
=il Ll Assign reference position

Q Reference system Delete assignment
1 Delete all assignments

Delete assignments (current lane)

Aute assign...

;t:

o
@

Show normalized view

Mo standard defined

Update normalization
Show distertion bars

Click “Show distortion bars”
normalization

Delete assignments (current position)

— e T

rasdLL2

(5] .
V22 /724 WL

ENTER
DEL

to check |

e
ED———t
EBo—

Fingerprint tvpe: PFGE Xbal | TIFF: 760 x 574 x 8 (x1.50) |




TIFF ANALYSIS AND PFGE PROFILE INTERPETATION
Step 4: NORMALIZATION

4 \____,__\

' ~——— -
| — o —
g ——
W Band assigned to wrong
o — .
S s - reference position
~ B N
| — - o m—
— —_—
o — et
. TR e
Light colors Dark colors, especially in one
indicate good part of the gel indicate poor
\normalization / normalization

\_ j




TIFF ANALYSIS AND PFGE PROFILE INTERPETATION
Step 4: NORMALIZATION




TIFF ANALISYS AND PFGE PROFILE INTERPETATION

* Analyze a TIFF
1. Convert a TIFF to Gel Strips
2. Define Curves

3. Normalize the Gel

4. Find Gel Bands

* Link Lanes to Database Entries
* Add Text Data for Isolates




TIFF ANALYSIS AND PFGE PROFILE INTERPETATION

Step 4: BAND ASSIGNMENT

IR data of DPCFO709gelpfgel2ago2011 R
Edit Bands Quantification

=@

= |

Preview band assignments




TIFF ANALYSIS AND PFGE PROFILE INTERPETATION
Step 4: BAND ASSIGNMENT

[ Fingerprint data of DPCFO708gelpfgel s z s - D = 7 s 9 B 9 N
Rle Edt Bands Quaniiction,/277; 77757, s ccccies 5
L i
\)“ '\'} 2 ~———-
2 7, - ! g
{ | ——
/
-/ (— ——
' e
R— J/ | A
J — T —

VERIFY ALWAYS THE BAND ASSIGNMENT
CONSIDERATING THE SHAPE OF THE PICKS
IN DENSITOMETRIC CURVES

SOME BANDS SHOULD BE DELETED MAUALLY:
TO DELETE A BAND ASSIGNMENT, SELECT IT AND THEN PRESS DELETE




TIFF ANALYSIS AND PFGE PROFILE INTERPETATION
Step 4: BAND ASSIGNMENT

Fingerprint data of DPCFO7099eIpfgeIZago2011_RUN?.&;.‘ w

File Edit Bands Quantification

Zoomin (Ctri+Page Up) |

zzzzzzzzz

| ZOOMING THE IMAGE CAN HELP THE BAND
~| ASSIGNMENT BUT REMEMBER THAT THE SHAPE
==| OF THE PEAKS IS ALWAYS THE BETTER WAY




TIFF ANALYSIS AND PFGE PROFILE INTERPETATION
gz Step 4: BAND ASSIGNMENT

SOME BANDS SHOULD BE INSERTED MAUALLY: TO ADD A

g NEW BAND ASSIGNMENT, SELECT IT AND THEN PRESS

ENTER



TIFF ANALYSIS AND PFGE PROFILE INTERPETATION
Step 4: BAND ASSIGNMENT

File Edit Bands Quantification

() Fingerprint dota of DPCFOTOBgelpigetzogor0ii RUNSS By = T W . L b |

THE SHAPE OF THE PEAKS GIVE
MORE INFORMATION THAN THE
GEL IMAGES, SOMETIMES...

< mn
Fingerprint type: PFGE_Xbal ' TFF. 760 x 574 x & (x2.25) | Band pos: RAW: 233  NORM: 50.932936% (18 bands)




IN DEPTH OF THE EXPERIMENT: TIFF ANALISYS AND PFGE PROFILING INTERPETATION
Step 4: Setting up the experiment — BAND ASSIGNMENT

[@ Fingerprint data of DPCFO709gelpfgel2ago2011 RUN3S =
— ——— — - S T 2
File Edit Bands Quantification L S Sa— S o | T

2

<

.
Fingerprint type: PFGE_Xbal | TIFF: 760 x 574 X 8 (x1.50) | Band pos: RAW: 233  NORM: 50.932836% (18 bands)




TIFF ANALYSIS AND PFGE PROFILE INTERPETATION
Step 4: BAND ASSIGNMENT
INTERNAL CONTROL

* |n each gel at the extreme right (just before the last Braenderup)

* The bands of the IC should be well visible and the intensity of the band
peaks should not be at the background level

* In order to define the acceptance of the PFGE profiles in a gel image, an
analysis of the bands in the Xbal restriction of the IC that fall in the range
of the bands 2 to 5 ( 668.9 Kb to 336.5 Kb) of the S. Braenderup standard
is performed.

ANALYSABLE PFGE PROFILES DISPLAY ALL THE BANDS IN THE INDICATED
INTERVAL CLEARLY VISIBLE. THEREFORE, ANY PROFILE, WHICH DOES NOT
HAVE THE BANDS CLEARLY VISIBLE IN THIS INTERVAL, SHOULD BE

REJECTED.
EACH BAND SHOULD BE EASILY ASSIGNED BY PLACING THE CORRECT
MARKER IN THE DENSITOMETRIC CURVE







AND THIS ONE?




TIFF ANALYSIS AND PFGE PROFILE INTERPETATION
Step 4: BAND ASSIGNMENT

Internal
Control




IN DEPTH OF THE EXPERIMENT: TIFF ANALISYS AND PFGE PROFILING INTERPETATION
Step 4: Setting up the experiment — BAND ASSIGNMENT

Internal
Control

m_ll

w0
!



TIFF ANALYSIS AND PFGE PROFILE INTERPETATION
Step 4: BAND ASSIGMENT - Validation of doubtful bands

Elll“ curve

DISCENDING ORDER OF BAND i
INTENSTITY IN THE UPPER PART OF
THE GEL SHOULD BE OBSERVED -

UPPER PART

216,9 KB

LOWER PART




TIFF ANALYSIS AND PFGE PROFILE INTERPETATION

* Analyze a TIFF
1. Convert a TIFF to Gel Strips
2. Define Curves

3. Normalize the Gel

4. Find Gel Bands

* Link Lanes to Database Entries
* Add Text Data for Isolates




Step 5: LINK LANES TO DATABASE ENTRIES

BioNumerics

File Edit Database Subsets Exmrimenl WHEN THEW LANES ARE ADDED TO DATABASE A

() 2 b = w#..%)..| PINK ARROW WILL APPEAR IN THE FINGERPRNT
=y W v = INFORMATION WINDOW
Database ¢ z -
| :
1 c@mages@DPCF0709geipfge12ago2011_RUN3E@001 i ;
g G@images@DPCF0709gelpfge12ago2011_RUN36@002 Fingerpﬁnt file 'DPCFO
- G@images@DPCF0709gelpfge12ago2011_RUN36@003 - 4
|« | c@images@DPCF0709geipfge12ag02011_RUN3IS@004 File Database Window
i G@images@DPCF0709gelpfge12ago2011_RUN3S@00S A £l ;;; ;
| [P G@images@DPCF0709gelpfge12ago2011_RUN36@006 - - ~
- GC@images@DPCF0709gelpfge12ago2011_RUN36@007 - .
b | pr G@images@DPCF0709gelpfge12ago2011_RUN3S@008 Nr.  Experiment
i G@images@DPCF0709gelpfge12ago2011_RUNI6@009 ﬁ[ 1 PFGE_Xbal [R01]
P GC@images@DPCF0709gelpfge12ago2011_RUN36@010 «l2 PFGE_Xbal [R01]
“3 PFGE_Xbal [R01)
“l4 PFGE_Xbal [R01]
KEY ENTRY WILL BE - DG
AUTOMATICALLY B
“|7 PFGE_Xbal [R01]
CREATEDIN THE w|s  PFGE_xpal[RO1]
CYE PFGE_Xbal [R01]
DATABASE ENTRIES « |10 PFGE_Xbal[RO1]
FOLDER
(G@images@name of the ot SOOI . i

TIFF@number of lane)




Step 5: SETTING UP THE MOLECULAR STANDARD

1. DOUBLE CLICK IN THE
mao T s s | EXPERIMENT FOLDER
Lo

= = —_— — —
BioNumerics
- — — - - - - - - - -
File Edit Database Subsets Experiments Comparison Identification Scripts Help Window
Ta R'e = 3]
T . =
h Database entries
7 e 1
G@images@DPCFOT...
G@images@DPCFOT.
G@images@OPCFOT...
G@images@DPCFO7. !
G@images@DPCFOT... 7 #
G@images@DPCFOT.
G@images@OPCFOT...
|| | c@images@DPCFOT.
| |c@images@DPCFOT...
_ Il | c@images@orcroT. / sty
Al J sy
:f;fmw
& ' -
L e DPCFO709geipfget2a... 2014-06-06 13:3527  2014-06-1012:56:18  Shared DB
ol DPCFOSIZ_RUNS 20140606 133905 2014-06-1011:51:15  Shared DB
sy
2 'WWW
Ay
80

L 2. REFERENCES SYSTEM IS EMPTY BUT THE
MOLECULAR WEIGHT ARE PRESENT

Database: E.coli (connected, DefaullUser ) | Entries: Loaded=10, View=10, Selected=0 | 1 experiments | C ics\DatalE coli |




Step 5: SETTING UP THE UNIVERSAL MOLECULAR STANDARD

p—
E BicMumenics

File Edit Database

mparison  Identification  Scripts  Help  Wind

H— 1135 (12.09%)

G@images@DPCFOT...
G@images@DPCFOT...
G@images@DPCFOT...
G@images@DPCFOT...
G@images@DPCFOT...
G@images@DPCFOT...
G@images@DPCFOT...
G@images@DPCFOT...
G@images@DPCFOT...
G@images@DPCFOT...

3. DRAG THE ARROW ON THE
SELECTED LANE

—668.9 (20.88%)

B —452.7 (33.63%)

—398.4 (37.36%)
—336.5 (43.52%)

W1 —310.1 (46.37%)

—244.4 (53.41%)
—216.9 (56.70%)

— 138.9 (67.25%)

T d—1045 7231%)

—76.8 (77.36%)
— 547 (82.20%)
—33.3 (87.03%)

Activglkones (on G@images@DPCF0709gelpfge12ago2011_RUN36@001)




TIFF ANALYSIS AND PFGE PROFILE INTERPETATION

* Analyze a TIFF
1. Convert a TIFF to Gel Strips
2. Define Curves

3. Normalize the Gel

4. Find Gel Bands

* Link Lanes to Database Entries
* Add Text Data for Isolates




IN DEPTH OF THE EXPERIMENT: TIFF ANALISYS AND PFGE PROFILING INTERPETATION
Step 6: Add Text Data for Isolates

iB Ol = — — - —— - o |
(Fle Edit Database Subsets Experiments Comparison _ Identification  Scripts HdP Window S
e ™
D D GE_Xbal ingerprint types
"‘1 L e J | Add new information field...

GngesQDPCFOTOQgebfgﬂ 2;902011 RUNSGQOOZ

G@images@DPCF0709gelpfge12ago2011_RUN36@003 ‘mm{
G@images@DPCF0709gelpfge12ago2011_RUN3S@004

G@images@DPCF0709geipfge12ago2011_RUN3S@00S pr— pr—— . -
G@images@DPCF0709gelpfge12ago2011_RUN36@006 D90elpfoelZa.. 20140606 13:36:27  2014-06-10 12568  Shared DB
T2AUNS4 20140608 133905 20140610 115145 Shared DB

G@images@DPCF0709gelpfge12ago2011_RUN26@007 a
G@images@DPCF0709gelpfge12ag02011_RUN26@008
G@images@DPCF0709¢gelpfoe12ag02011_RUN36@009
G@images@DPCF0705gelpfge12ag02011_RUN3S@010

Name reated Wodified Location ™

ADD INFORMATION FIELD IN THE
DATABASE ENTRIES WINDOWS WITH
RIGHT CLICK ON THE MOUSE

Database: E.coli (connected, Bel\!l‘User_) Entries: WWGVWWSE'E cted=0 | 1 i Tc N i coli |

— —— e e ——




LET’S START WITH CLUSTER ANALYSIS
038, 060 060 1.;]%_’

l/‘




The BioNumerics Software: database creation, experiment type, import of TIFF files,
and setting up experiments

Step 4: Verify

[&) BioNumerics q ———

File Edit Database Subsets Experiments Comparison Identification Scripts Help

—
=l ] Fingerprint data of DPCFO703gelpige12ago2011 RUN3S
File Edit Lanes Strips  Window

Q\ Image

: -—==" - - . THE TOOLBAR FOR THE ANALISYS...
" — T aw N ORI A B R0 Sheatd
—=SS_SswEC

ﬂ Libraries. i Decision Networks ]

NOTE: the TIFF should be gray with black bands

L B IF YOUR TIFF IS BLACK WITH WHITE BANDS... |
CLICK THE SETTINGS BUTTON TO CORRECT T'TI-.-'

Databass: E.coll (connacted, _DefautUser_) | Entries: Loaded=0, View=0,




The BioNumerics Software: database creation, experiment type, import of TIFF files,

and setting up experiments

Step 4: Setting up the experiment

BioNumerics u — ﬁ

s I LA

File Edit Database Subsets Experiments Cmp son Identification  Seripts H\dew

|

EXperiments

';.@ il

Name Type

1
|

Raw data | Denstometnic curves | Nomalzation | Bands|

Data source

© 2D TIFF image
Densitometric curves
Bands tables

Image strip extraction

Image coloring
[¥] Inverted values

1 PRGEXeal

Fingerprint types

Entry relations
T ——

Name Created i Location

Background color:

IR
1G
1B

Foreground color:

SELECT INVERTED VALUES IN
ORDER TO HAVE BLACK BANDS

- AND CLICK OK

Fin{ gemmnype PFGE_Xbal 'I7FF 760 % 574 %6(x1.00) |




